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ABSTRACT: Algae are an enormous biological group, forming 50% of photosynthetic organisms. In addition to having 

chlorophyll for the absorption of light photons, algae are rich in red, orange, and yellow carotenoids, which mainly protect 

cells against harmful radiation and free radicals. Moreover, these organisms have phycobiliproteins (red and blue 

pigments), which are involved in capturing and passing light energy to chlorophylls during photosynthesis and have a 

wide range of antioxidant properties. Algae also play a key role in substituting artificial colorants with natural colorants 

due to the adverse side-effects of chemical colorants, especially since natural colors are commonly used by individuals 

and various industries. Recently, algal pigments have been widely used in medical, nutraceutical, cosmeceutical, and 

pharmaceutical industries owing to their antioxidant, antidiabetic, anti-obesity, anti-inflammatory, antiaging, 

antimalarial, and neuroprotective properties. The growing demand for algal bioproducts highlights the importance of 

evaluating the trends influential factors in their production. The current review study provided an introduction to algal 

pigment classification, distribution, function, application, and biological production. In addition, we have discussed 

crucial biochemical pathways, enzymes, and gene/biotechnological modifications, such as transformation and expression 

regulation, which noticeably affect the metabolism of their sink and source. 
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INTRODUCTION

Algae are a large and diverse group of eukaryotes [1] and 

extremely diverse polyphyletic organisms, which contain 

multiple species ranging from unicellular microalgae to 

multicellular macroalgae. Macroalgae are eukaryotic and 

multicellular organisms with varying sizes from 

millimeters to meters. Some of these organisms have 

plant-like structures similar to roots, shoots, leaves, and 

even flagellums [10, 18]. Seaweeds with different color 

varieties represent the macroalgae that are mostly found 

in coastal areas. 

Brown algae (Phaeophyceae) with approximately 4,000 

species, red algae (Rhodophyta) with approximately 

5,000 species, and green algae (Chlorophyceae) with 

approximately 7,000 species are the most important 

species of macroalgae. Macroalgae are extensively 

utilized in Asian food products as they contain valuable 

bioactive compounds, such as laminarin, alginic acid, 

alginate, agar, fucoidan, mannitol, and fucoxanthin [64, 

78, 82]. China and Indonesia are the main producers of 

macroalgae (21-23 million tons) [79, 82]. On the other 
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hand, microalgae are unicellular microorganisms with 

about 20,000 species and a size of 1-400 micrometers. 

These organisms are classified into different species, the 

most important of which are green algae 

(Chlorophyceae), blue-green algae (Cyanophyceae 

[cyanobacteria]), golden algae (Chrysophyceae), yellow-

green algae (Xanthophyceae), and diatom 

(Bacillariophyceae). 

Microalgae are extensively used in pharmaceutical 

products and food ingredients owing to their anticancer, 

antimicrobial, and anti-inflammatory properties [29]. 

Despite the comparatively costly commercialization of 

microalgae products due to their expensive cultivation 

and harvesting process setup, the production of 

microalgae increased steadily from 500 tons per year in 

1984 to 20,000 tons per year in 2016 [85-88]. This 

increment is attributed to several advantages of 

microalgae, such as having no competition with crops for 

freshwater and farmable land as they could be cultivated 

in salty water and on non-fertile land. Furthermore, 

microalgae have a high growth rate and significant 

metabolite contents based on the dry weight index [14]. 

Microalgae could also improve air quality via reducing 

carbon dioxide and greenhouse gas emissions. Another 

advantage is that microalgae biomass residue could be 

used as a nitrogen source fertilizer for crops or a protein-

rich animal feed. In addition, they could be cultured based 

on most wastewaters and contain a broader range and 

greater concentration of photosynthetic pigments, which 

result in the successful ecological adoption of microalgae 

to divers aquatic environments with different light quality 

and intensity (unlike higher plants) [2, 3], thereby serving 

as a remarkable source of natural pigments [4-6]. In the 

current review study, we have discussed various aspects 

of microalgae pigments.  

Chlorophylls, carotenoids, and phycobiliproteins (PBPs) 

are the ley photosynthetic pigments found in algae [3]. In 

general, the most important pigments in macroalgae are 

chlorophyll a and b, carotenoids, and xanthophylls, while 

microalgae primarily contain chlorophyll a, phycocyanin, 

and phycoerythrin. However, these compounds are often 

integrated into the chloroplast lamellae structure, while 

they might be homogeneously distributed as 

chromatoplasm, especially in blue-green algae. These 

pigments may be built with long-chain tetrapyrrole rings 

(e.g., chlorophyll and PBPs) and isoprene-based rings 

(e.g., carotenoids) depending on the chemical structure of 

their subunits. The conjugated ring systems of chlorophyll 

 

Figure 1. The structure of chlorophyll’s core. 

 

and PBPs involve pigments in the absorption of the visible 

range of light and transduction of energy levels via 

resonance during photosynthesis [2, 4, 7].  

Among various algal metabolites and pigments, 

phycocyanin (blue pigment from Spirulina), β-carotene 

(yellow pigment from Dunaliella), and astaxanthin 

(yellow-to-red pigment from Haematococcus) are natural, 

nontoxic, and non-carcinogenic colorants that are gaining 

popularity, acceptability, and importance over synthetic 

pigments [7-11]. 

 

Chlorophylls (Chl) 

Chlorophyll, with the general formula of C(35-55)H(28-

72)MgN4O(5-7), is the most common pigment in 

photosynthetic organisms (from cyanobacteria and 

aquatic species to algae and higher plants), which is 

localized in all light harvesting complexes and the 

reaction centers of photosystems I and II [2,12-14]. 

Algae contain five classes of chlorophylls, which are 

categorized as a, b, c, d, e, and f and have hydrophobic 

properties. As is shown in Fig. 1, these classes are 

composed of four -CH bridged pyrrole rings with a central 

metal ion (generally a magnesium), enclosed by four 

nitrogen atoms and connected to the tetrapyrrole ring [15, 

16]. This structure contains several associated double 

bonds, which are responsible for absorbing visible 

wavelengths, especially at 670-680 nanometers (red) and  

435-455 nanometers (blue) [16]. Chlorophylls also have a 

long hydrophobic tail, which anchors the hydrophobic 

segments within the thylakoid membrane (Raven et al., 

2005). Chlorophyll molecules have different tails, which 

determine their key properties and absorption peak of 

solar light [17]. 

Chlorophyll b (Chl b) has a yellowish color in its natural 

state and absorbs blue light, especially at the wavelengths 

of 453 and 625 nanometers. However, its chemical 

formula is C55H70MgN4O6 and has a formyl group in its  

43
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Figure 2. Chlorophyll a and b. 

 

second ring instead of a methyl group unlike Chl a (Fig. 

2) [16, 18]. Chl b is found in green algae and higher plants 

and assists Chl a in the photosynthesis process [12, 19].  

Chlorophyll c (Chl c) is a brownish-golden pigment, and 

its absorption peak is at 445 and 625 nanometers. Chl c 

cooperates with chlorophyll a in photosynthesis and is 

abundantly found in diatoms and marine algae [12]. This 

chlorophyll is divided into three subclasses, which are c1 

(C35H30MgN4O5), c2 (C35H28MgN4O5), and c3 

(C36H28MgN4O7”). C1 is considered to be the most 

common form of Chl c [12]. 

Chlorophyll d (Chl d) absorbs the extreme red end of the 

spectrum of sunlight, especially at the wavelengths of 450 

and 690 nanometers in-vitro [12, 20, 21]. Chl d was first 

identified in red algae (Rhodophyta). The chemical 

formula is C54H70MgN4O6, and Chl d has a formyl group 

instead of a divinyl group in the ring A of porphyrin in 

contrast to Chl a [22]. 

Chlorophyll e (Chl e) is the rarest chlorophyll and is found 

in Vaucheria hamata and Tribonema bombycinum. The 

functioning mechanism of this compound remains unclear 

[12]. 

Chlorophyll f (Chl f) is the most recently discovered 

chlorophyll in cyanobacteria, which can absorb the lowest 

light from the extreme end of the infrared spectrum for 

photosynthesis. The absorption and fluorescence peaks of 

Chl f are 706 and 722 nanometers, respectively [12, 23]. 

With the chemical formula of C55H70MgN4O6, Chl f has 

a CHO at the C2 position of its porphyrin ring in contrast 

to Chl b [24]. 

 

Biosynthesis and Pathway of Chlorophylls 

Chlorophylls are the most abundant pigments in nature, 

and their biosynthesis constitutes a major metabolic 

activity in photosynthetic organisms. The C5 pathway in 

plastids is responsible for synthesizing tetrapyrrole 

pigments. Moreover, this pathway produces crucial 

precursors and aminolevulinic acid (ALA), which is an 

intermediary C5 compound [25]. 

In the following section, we have described the process of 

chlorophyll synthesis via the C5 pathway and the genes 

and proteins that are essentially involved and could be 

genetically manipulated to enhance/regulate its 

biosynthesis (Fig. 3) [12, 26, 27]: 

 
1. Glutamate activation by t-RNAGlu 

2. Formation of glutamyl-1 semialdehyde through the 

reduction of glutamyl t-RNAGlu (crucial enzyme: 

glutamyl t-RNAGlu reductase) 

3. Conversion of glutamate-1 semialdehyde into ALA  

4. Producing monopyrrole porphobilinogen from two 

ALAs (via ALA dehydratase enzyme) 

5. Formation of hydroxymethylbilane (tetrapyrrole) 

through the deamination of four porphobilinogen 

molecules (crucial enzyme: hydroxymethylbilane 

synthase) 

6. Formation of uroporphyrinogen III (first cyclic 

compound of the chlorophyll biosynthesis pathway) 

from hydroxymethylbilane (catalyzed by 

uroporphyrinogen III synthase) 

7. Catalysis of coproporphyrinogen III through the 

decarboxylation of the acetate chains of 

uroporphyrinogen III  

8. Formation of protoporphyrinogen IX through the 

oxidative decarboxylation of coproporphyrinogen III 

9. Catalysis of magnesium ion insertion via the 

magnesium chelatase enzyme and ATP hydrolysis 

10. Conversion of magnesium-protoporphyrin IX to 

magnesium-protoporphyrin IX monoethyl ester by S-

adenosyl-L-methionine through the esterification of 

the 6th position of the propionic acid side chain and 

using S-adenosyl-L-methionine as a cofactor  

11. Constitution of magnesium-2, 4-

divinylpheoporphyrin a5 (MgDVP) via β-oxidation 

and cyclization of the 6th position of ring C by 

magnesium protoporphyrin IX oxidative cyclase 

(crucial) 

12. Conversion of protochlorophyllide into 

chlorophyllide a and dihydroporphyrin or chlorin 

(macrocycle) through a photoreduction process 

catalyzed by NADPH protochlorophyllide 

oxidoreductase (a chromophore in the macrocycle 

causes the green color of Chl a.)  
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Figure 3. Chlorophyll biosynthesis pathway [106]. 
 

 
Figure 4. Isoprene unit. 

Carotenoids 

Carotenoids are isoprenoids that are synthesized by all 

photosynthetic organisms and are produced by eight 

isoprene units (C5H8) (Fig. 4). They have a single long 

hydrocarbon chain and contain 40 carbon atoms [4]. 

Carotenoids are water-insoluble pigments and consorted 

with chloroplast lipids [28]. They are often classified into 

carotenes and xanthophylls based on the chemical 

elements found in their structure [29]. Carotenes are 

merely composed of hydrocarbon, while xanthophylls 

contain various functional groups, such as hydroxyl, 

epoxide, ketone and methoxy. In other words, 

xanthophylls are produced by hydroxylation and the 

subsequent oxidation of carotenes [30]. These oxygen-

containing functional groups affect the biochemical 

functions of carotenoids, making xanthophylls more polar 

and hydrophile than carotenes [31, 32]. 

 

Biosynthesis and Pathways of Carotenoids 

The biosynthesis of carotenoids occurs in the cytoplasm 

and the chloroplast via a conventional metabolic pathway 

although it is reported that its details differ in various 

species [33]. Isopentenyl pyrophosphate (IPP) is the 

precursor for carotenoid synthesis, which has two 

pathways for biosynthesis; the mevalonate dependent 

pathway, which is in the cytosol, and the 1-deoxy-D-

xylulose-5-phosphate dependent pathway (DOXP or 

MEP pathway), which is often in the chloroplast [34]. IPP 

synthesis in Haematococcus pluvialis and 

Chlamydomonas reinhardtii (unicellular green 

microalgae) is assumed to occur exclusively through the 

non-mevalonate DOXP pathway in plastids [35, 36].  

In the following section, we have described the further 

proposed steps for carotenoid biosynthesis, as well as the 

critical genes and proteins as proper candidates for 

genetical manipulation studies (Fig. 5).  

1. Production of geranyl-geranyl diphosphate (GGPP) 

through the condensation of three IPP molecules and 

one molecule of dimethylallyl diphosphate by GGPP 

synthase. GGPP is also the precursor for several other 

groups of metabolites, including chlorophylls, 

ubiquinones, and tocopherols.  

2. Formation of a 40-carbon phytoene (precursor of all 

carotenoids) through the condensation of two GGPPs; 

This step is catalyzed by phytoene synthase (PSY), 

which is a critical enzyme in carotenoid biosynthesis. 

Green algae such as Ostreococcus and Micromonas 

have two classes of PSYs, while species such as C.  
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Figure 5. Carotenoid and its derivatives biosynthesis pathways [107]. 

 

reinhardtii and C. vulgaris have only one class of 

PSYs (Tran et al., 2009). Phytoene undergoes 

sequential reactions to form lycopene; in bacteria, 

only one phytoene desaturase catalyzes this 

conversion (encoded by CrtI gene). In plants, a 

minimum of four enzymatic reactions is required to 

complete this step with various enzymes, including 

phytoene desaturase (PDS), zeta-carotene desaturase 

(ZDS), zeta carotene isomerase (ZISO), and 

carotenoid isomerase (CRTISO). 

3. Conversion of phytoene into lycopene;  

3-1. Production of poly-cis-compounds from phytoene by 

PDS 

3-2. Isomerization of poly-cis-compounds to zeta 

carotene (ζ-carotene) by ZISO  
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Figure 6. Phycobilins biosynthetic pathways in algae and plant [46] 

 

3-3. Dehydrogenation of ζ-carotene to phytofluene by 

ZDS 

3-4. Isomerization of phytofluene to lycopene by CRTISO 

Higher plants and green algae have additional carotenoids 

such as α-carotene and β-carotene, as well as their 

derivatives, including lutein (α-carotene derivative), 

zeaxanthin, vilaxanthin, canthaxanthin, and astaxanthin 

(β-carotene derivatives). 

When lycopene β-cyclase (β-CYC) introduces a β-ring at 

one end and ε-cyclase (ε-CYC) adds a ε-ring to the other 

end of lycopene, α-carotene is produced. The 

hydroxylation of the β and ε rings of α-carotene by the β-

ring hydroxylase and ε-ring hydroxylase, respectively 

lead to the production of lutein. Zeinoxanthin, which is a 

β-ring hydroxylated α-carotene, is the transitional 

substrate of this process. 

Lutein is a key photosynthetic pigment in the xanthophyll 

family, and it is reported that PDS is the key enzyme 

involved in its biosynthesis. Chlorella protothecoides and 

Scenedesmus almeriensis have also been proposed as the 

potential microalgae producers of lutein [37, 38]. Factors 

such as pH, EC, light, temperature, and availability of 

nitrogen and oxidizing substances are considered to be 

most influential in the lutein content of algae [28]. When 

β-CYC introduces a β-ring at both ends of lycopene 

through a consecutive two-step reaction, β-carotene is 

produced. If both beta rings of β-carotene are 

hydroxylated, zeaxanthin is yielded. Zeaxanthin could be 

epoxidized once to form antheraxanthin and twice to form 

violaxanthin [39, 40]. 
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Phycobiliproteins (PBPs) 

PBPs are the main light-harvesting chromoproteins, 

which capture and pass the light energy on to chlorophylls 

during photosynthesis and are mainly found in 

Rhodophyta, Cyanobacteria, and certain type of marine 

algae [41, 42]. PBPs are water-soluble and highly 

fluorescent proteins belonging to open-chain tetrapyrroles 

with linear prosthetic groups (bilins), which are 

covalently bound via cysteine amino acid residues [43]. 

These protein pigments are categorized based on 

spectraabsorptionstructure,assuchproperties

(consensus maximum absorbance, Lambda max [λmax]), 

wavelength,absorbanceonBasedcolor.and

cyanobacteria and red algae PBPs are classified into four 

categories, as follows: 

1. Phycoerythrin (PE) is purple, and its λmax is within 

the range of 490-570 nanometers;   

2. Phycoerythrocyanin (PEC) is orange, and its λmax is 

within the range of 560-600 nanometers; 

3. Phycocyanin (PC) is blue, and its λmax is within the 

range of 610-625 nanometers;  

4. Allophycocyanin (APC) has a bluish green color, and 

its λmax is within the range of 650-660 nanometers.  

Cryptomonads are classified into two PBP categories, 

which are as follows [44]: 

1. PE; λmax= 540-570 nm 

2. PC; λmax= 610-650 nm 

PBPs are also classified into two large groups based on 

their color; red PBP is known as phycoerythrin, and 

phycocyanin is blue PBP. Moreover, phycocyanins are 

divided into three subcategories [45], which are 

allophycocyanin (APC), C-phycocyanin (C-PC), and R-

phycocyanin (R-PC). PEs are also subdivided into B-PE 

and R-PE [46, 47]. 

 

Biosynthesis Pathways of Phycobilins 

Phycobilins are biosynthesized from heme, and their 

biosynthesis is initiated by a significant increase (2-3-

fold) in the heme pigment content [48]. Following that, 

heme is converted into biliverdin IXα through the action 

of heme oxygenase. Three main phycobilins are directly 

produced from biliverdin, including phycoerythrobilin, 

phycocyanobilin, and phytochromobilin. An outline of 

this production process has been described in the 

following section (Fig. 6).  

At the first step, biliverdin is reduced to 15,16-

dihydrobiliverdin IXα by biliverdin 15,16-reductase, 

which is reduced to phycoerythrobilin by bilin 2,3-

reductase. The next step is the isomerization of 

phycoerythrobilin to phycocyanobilin through the action 

of phycobilin isomerase. In addition, ferredoxin 

oxidoreductase catalyzes the production of 

phytochromobilin in the final phase [49, 50]. 

In addition to the phycobilins originating from heme 

(phycocyanobilin, phycoerythrobilin, and 

photochromobilin), there is another group of phycobilins, 

including phycocyanobilin (PVB) and phycourobilin 

(PUB), which contain a vinyl group at their C3 and are 

produced by phycoerythrobilin lyase-isomerase [49]. 

 

Influential Factors in Algal Pigment Production 

In addition to genes and proteins as significant influential 

factors in algal pigment, the most important 

environmental determinants in this regard are light 

intensity, wavelength, photoperiods, temperature, pH, 

nitrogen supplements, heavy metals, and salinity stress 

[10, 51, 52]. 

 

Light 

Light intensity and quality are the most significant 

environmental factors affecting pigment production. For 

instance, the far-red, red, green, and blue spectra of light 

in microalgae act as photomorphogenic signals, thereby 

affecting their relative pigment composition. According 

to the literature, individual light regime affects the 

productivity of algae [2, 53]. The structure and 

composition of phycobilisome could also change by light 

intensity, alterations in the total irradiance, and absence 

of spectral shifts [10]. In cyanobacteria, low light 

stimulates PBP production [54]. In Dunaliella salina and 

Spirulina platensis, chlorophyll production and content 

per cell increase at low light intensity, while the irradiance 

production of chlorophyll decreases with increased light 

[10]. 

Light intensity also has a significant effect on the 

enhanced production of carotenoids and accumulation of 

β-carotene in Dunaliella salina [55]. Therefore, it seems 

that the higher irradiation of blue-green microalgae could 

significantly improve the production of β-carotene. In 

Nostoc muscorum, high light intensity (13-28 klux) has 

been shown to stimulate carotenoid production, while low 

light intensity (1 klux) leads to the accumulation of PBPs 

[56]. Astaxanthin accumulation has demonstrated the 

same pattern in Haematococcus pluvialis [57]. Anacystis 

nidulans, Synechococcus sp., Calothrix 7601, Nostoc 

48
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UAM 206, and N. muscorum have also shown increased 

phycobiliprotein production with high red light intensity 

[58]. In nitrogen-fixing cyanobacteria, red light only 

enhanced the C-phycocyanin content significantly [59]. 

 

Temperature 

The temperature of microorganism culture media is 

another significant environmental factor influencing 

several metabolic mechanisms, including enzymatic 

activity, membrane fluidity, and the electron transport 

chain [60]. With regard to algae, optimal growth and a 

tolerable temperature range vary in different strains [52]. 

In blue-green microalgae, the temperature of 25-30°C 

causes the accumulation of carotenoids (e.g., β-carotene), 

while the temperature of 28°C facilitates astaxanthin and 

lutein biosynthesis [56, 61]. The temperature of 25-36°C 

is considered to be optimal for phycobiliprotein 

production in various algal strains [62].  

 

pH 

The pH effects on organisms indirectly. In fact, pH 

influences and alters the solubility and the bioavailability 

of nutrients. In related to the microalgae pigments, the pH 

8-9 lead to maximum production of chlorophyll and 

PBPs. For instance, it has been reported that the pH of 8 

led to the optimum production of PBPs in Anabaena sp. 

and Synechocystis sp., as well as the production of 

carotenoids in Scenedesmus almeriensis [9]. 

Furthermore, the pH of 9 is considered optimal for the 

production of phycocyanin, phycoerythrin, and 

allophycocyanin in Nostoc sp., as well as the production 

of chlorophyll in Spirulina platensis. The pH value of 6.5-

7.5 is also regarded as the optimum range for carotenoid 

production; such examples are astaxanthin in Chlorella 

zofingiensis, carotenoid in Chlorella protothecoides, 

lutein in Muriellopsis sp., and Chlorococcum citriforme, 

Neospongiococcus gelatinosum, and β-carotene in 

Dunaliella salina [9].  

 

Salinity 

Salt concentration and osmotic pressure have a crucial 

impact on the chlorophyll and carotenoid content of 

microalgae. These parameters become more significant 

when cultivated in a saline environment [55, 63]. As a 

general principle, maximum carotenoid production is 

obtained at the enhanced concentration of salts, whereas 

the low concentration of salts increases chlorophyll and 

PBP production. Previous findings have also indicated 

that increased salinity could decrease the chlorophyll 

content, while enhancing the β-carotene production in 

blue-green microalgae. For instance, Dunaliella salina 

produced 54.12 mg/g of β-carotene at three ppt (parts per 

trillion) of salinity, and Oscillatoria sp. produced 66.70 

mg/g of phycoerythrin at 15 ppt. According to Hemlata 

and Fatma [52], PBP production in Anabaena showed an 

increase of up to 135.73 mg/g at 10 ppt of salt.  

 

Nutrient Supplement  

Several factors may influence microalgal growth rate, 

biomass, and pigment production. Culture medium and its 

composition play a pivotal role in this regard. Nitrogen 

and iron are the most influential nutrients in algal growth 

media. Nitrogen is an essential macronutrient to 

microalgal growth and is involved in the synthesis of 

carbohydrates, lipids, and protein. Moreover, nitrogen has 

a positive and direct impact on chlorophyll production 

since the Chl molecule structure contains four nitrogen 

atoms [64].  

According to the literature, nitrogen repletion is a proper 

strategy for increasing protein, neoxanthin, β-carotene, 

and diadinoxanthin in the algal biomass, while its 

starvation directly enhances algal lipid production [65] 

and indirectly decreases the β-carotene content in algae as 

the formation of free radicals increases with the reduction 

of nitrogen, and the free radicals cause the breakdown of 

beta carotene. Nitrate, nitrite, urea, and ammonium are 

the nitrogen forms that could be used by microalgae. 

However, using nitrate (NO3−) is more common 

compared to ammonium salts (NH4+) as nitrate is more 

stable with the shift of pH, and ammonia (NH4+) 

concentrations of more than 25 μM are toxic for 

microalgae [66, 67].  

Some genus of microalgae (unlike macroalgae) are able 

to fix nitrogen. Such examples are Anabaena, Nostoc, 

Aulosira, Tolypothrix, and Scytonema, which are 

commonly used in rice cultivation in Asian countries, 

especially China and India. It is estimated that the 

mentioned genus could fix 20 kilograms of nitrogen per 

Ha/year, which is one-third of the nitrogen requirements 

of traditional rice cultivars [64]. Notably, the iron content 

of the culture medium positively affects β-carotene and 

astaxanthin production [68-70]. 

 

Microalgal Pigment Applications 

As mentioned earlier, microalgal cells contain numerous 

pigments, such as chlorophylls, carotenoids, and PBPs. 
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These pigments have various applications in bio-

technological studies, as well as in food, cosmetic, 

diagnostic, and pharmaceutical industries. Owing to their 

nontoxic, non-carcinogenic, antioxidative, and immune-

boosting properties, their industrial applications are on the 

rise. Some of their applications and advantages have been 

described in the following section.  

Chlorophylls have long been used as a traditional 

therapeutic medicine for wound healing, controlling 

calcium oxalate crystal, and preventing bacteria 

advancement [71]. It is acknowledged that these 

compounds are effective in the treatment of cancer and 

cardiovascular diseases, while could also decrease ‘bad 

breath’ and colostomy odor [72, 73]. The intravenous 

injection of chlorophyll is a common approach in the 

treatment of pancreatitis patients in order to reduce 

inflammation and pain. In the early stages of lung and skin 

cancer, the intravenous injection of chlorophylls, along 

with talaporfin and laser therapy, is also prescribed to 

prevent disease progression [74].  

Since the chemical structure of chlorophylls is similar to 

hemoglobin, it may facilitate the rate of carbon dioxide 

and oxygen interchange [75]. This may explain the 

positive effects of these compounds on rapid wound 

healing and the formation of new tissues [72, 76]. 

Furthermore, this property renders chlorophyll a key 

compound in the treatment of postoperative ulcers in 

rectal surgeries, increasing the rate of healing by 25% 

[73]. Chlorophyll derivatives (especially pheophorbide b 

and pheophytin b) are considered to be potent protective 

antioxidants, which could scavenge the mutagens in the 

gastrointestinal tract [77]. 

Carotenoids have widespread applications as feed, 

food/cosmetic additives, and colorants [40]. The positive 

health properties of carotenoids are mainly associated 

with their antioxidant activities, which reduce the risk of 

AIDS, diabetes, cataract, macular degeneration, and 

neurodegeneration [11, 78-80]. 

Astaxanthin is a significant free radical scavenger, has 

substantial antioxidant activity, and inhibits lipid 

peroxidation. The Food and Drug Administration (FDA) 

has approved the use of astaxanthin as a food colorant in 

fish and animal feed [81]. H. pluvialis is an astaxanthin is 

a rich algal reservoir, and its extract could act as a cell 

growth inhibitor by stimulating apoptosis in a dose- and 

time-dependent manner [58].  

Fucoxanthin is a xanthophyll, which is found in diatoms 

and golden-brown unicellular microalgae and has 

anticancer, antioxidant, antiangiogenic, antidiabetic, anti-

obesity, anti-inflammatory, and antimalarial properties 

[81]. It has also exhibited anticancer effects on patients 

with colon cancer, leukemia, liver cancer, prostate cancer, 

breast cancer, gastric cancer, and urinary bladder cancer. 

The anticancer properties of fucoxanthin are attributed to 

the reduction of cell viability by arresting the cell cycle 

during the G0/G1 phase [82] or apoptosis induction 

through chemoprevention effects, such as the impact on 

EJ-1 human bladder cancer. On the other hand, previous 

findings have confirmed the anti-obesity activity of 

fucoxanthin, especially in combination with pomegranate 

seed oil (xanthigen). Since obesity is an important public 

health concern and leads to cardiovascular diseases, 

hypertension, hyperlipidemia, and type II diabetes, the 

development of fucoxanthin production has gained 

importance in an unprecedented manner [83, 84]. 

According to the literature, fucoxanthin could also 

regulate the production of inflammatory mediators such 

as nitric oxide and prostaglandin E2 through inhibiting the 

activation of nuclear factor-jB (NFjB) and mitogen-

activated protein kinase phosphorylation in 

lipopolysaccharide-stimulated inflammatory responses 

[85]. Inhibiting the production of these inflammatory 

mediators is a potential target in the treatment of 

inflammatory diseases [86]. 

Canthaxanthin is a lipid-soluble natural xanthophyll with 

remarkable antioxidant activity compared to β-carotene 

[87]. Canthaxanthin is used as a food additive for farmed 

shrimp and salmon fish to improve the skin color. 

Zeaxanthin and lutein are also categorized as 

xanthophylls and have great positive potential in 

maintaining eye health [88]. 

Phycocyanin is a water-soluble pigment [89] with 

potential anticancer activity. It stimulates apoptosis 

through G2/M cell cycle arrest, and its anticancer activity 

against human pancreatic adenocarcinoma has been 

confirmed in-vitro and in-vivo [72]. 

 

Gene Manipulation and Transformation 

Biochemical pathways could be modified through the 

regulation of their associated transcriptional and 

translational genes. Genes could be ‘knocked out’ or 

‘knocked in’ through genetic engineering to achieve the 

desired results. This approach is more rapid and more 

accurate compared to random mutagenesis as it precisely 

targets the appropriate gene, thereby increasing 

productivity and reducing costs, which make the approach 

a proper option for daily use. On the other hand, genetic  
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Table 1. Enhancement of pigment synthesis using genetic engineering of microalgal strains 

Micro / macro algal 

strain 
Engineered Gene(s) Result Reference 

Chlamydomonas reinhardtii  Overexpression of Phytoene synthase 
Increased the production of violaxanthin, lutein, and 

neoxanthin  
[92] 

Chlamydomonas reinhardtii  Overexpression of PSY Increased the production of violaxanthin and lutein [108] 

Chromochloris zofingiensis  
Expression and analysis of 

cartenogenic genes 
Increased the production of carotenoid  [108] 

Chlamydomonas reinhardtii  
Silencing the chlorophyllide a 

oxygenase (CAO) gene 

Increased the production of photosynthesis and 

chlorophyll b  
[109] 

Chlamydomonas reinhardtii  
Overexpression of Phytoene 

desaturase (CrPDS-L505F) 

Increased the resistance to herbicide norflurazon and the 

production of carotenoids and zeaxanthin  
[110] 

Chlorella zofingiensis  Overexpression of PDS Increased the production of carotenoid [111] 

Phaeodactylum tricornutum  Transformation of dxs and psy genes Increased the content of fucoxanthin  [112] 

Dunaliella salina Transformation of bkt gene 
Increased the production of the astaxanthin and 

canthaxanthin  
[113] 

Scenedesmus sp. CPC2 transformation of psy gene Increased the production of β-carotene  [114] 

Chlamydomonas reinhardtii  
Silencing the Zeaxanthin epoxidase 

(ZEP) gene 
Increased the zeaxanthin content [115] 

Haematococcus pluvialis overexpression of PDS gene Increased the accumulation of astaxanthin [95] 

 

engineering is used to manipulate genes to obtained useful 

products more easily and accurately. The genetic 

manipulation of microalgae follows the basic step in 

general genetic engineering, which involves the selection 

of a proper host and gene of interest, the optimized 

transformation technique, post-transformation selection, 

and screening. With regard to microalgae, transformation 

techniques and selection are the most important steps, and 

more particular optimization is essential for each genus 

[90, 91]. 

The genetic study of microalgae is considered paramount 

from two perspectives. First, microalgae may be proper 

candidate models for metabolic and genetic engineering 

studies as they are unicellular, have a simple genetic 

organization, and reproduce rapidly. Second, the pigment 

production of microalgae could be significantly 

modulated and improved through genetic engineering 

(Table 1) [91]. 

Although the regulatory mechanisms that control algal 

pigment biosynthesis remain unclear, the genes involved 

in pigment biosynthesis have been identified in recent 

years [90]. Some algal genomes have been entirely 

sequenced (Table 2), and some are under investigation. A 

project known as 10KP (10,000 Plants) Genome 

Sequencing is underway with the aim of sequencing the 

genome of 10,000 species (including 1,000 green algae) 

by 2023, which is speculated to accelerate algal research 

and engineering products [90]. Based on the genome 

sequencing data provided so far, the following 

conclusions could be drawn [4]: 

I. Most of the genes involved in the algal pigment 

pathway originate from cyanobacteria. 

II. PSY is a key regulatory enzyme in algal pigment 

biosynthesis. The psy gene encodes the PSY enzyme 

in algae, cyanobacteria, and plants, and genomics 

studies have demonstrated that they share a common 

ancestor. 

III. Two of the most important bottleneck pathways that 

could be proposed for further genetic studies are as 

follows: 

1. Genetic engineering to address feedback inhibition  

2. Genetic engineering to address the limitations of the 

pigment storage space 

Phycobilin is the only pigment that does not involve the 

issue of space as it is accumulated on the cytoplasmic side 

of the thylakoid membrane [4]. Chlamydomonas 

reinhardtii, Volvox carteri, and Chlorella vulgaris are 

known to encode a unique psy gene, while the D. salina 

genome contains two classes of a PSY-encoding gene 

[40]. In addition, it is reported that psy is up-regulated 

under stress [92, 93]. For instance, psy expression has 

been shown to increase and lead to a four-fold increment 

in astaxanthin production in Chlorella zofingiensis under 

nitrogen starvation [82].  

Another limitation of algal metabolic engineering for 

carotenoid production is the interference of biosynthetic 

enzymes and formation of a metabolic sink for managing 

the increased flux of the desired metabolite. According to 

successive reports, the optimal solution in this regard is 
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Table 2. Algae with completely sequenced genome [90] 

Micro / Macro algal strain 
Genome 

size (Mb) 
Acc. No. 

Nannochloropsis salina 

CCMP1776 
24.4 AFGQ01002567 

Phaeodactylum tricornutum 

CCAP1055/1  
27.5 NC_011669 

+Nannochloropsis gaditana 

CCMP526  
33.98 NW_005803952  

Chlorella vulgaris strain NJ-7 

NJ-7_scaffold 
39.08 VATV01000001 

Chlorella sorokiniana 

ASM313072v1  
58.53 PKFC00000000 

Chlamydomonas reinhardtii 

CC-503  
111.1 NW_001843471.1 

Tetradesmus obliquus  158 FNXT00000000 

Dunaliella salina CCAP 19/18  343.7 NSFN00000000 

 

overexpressing enzymes, which catalyze the final 

reactions to a greater extent than the other enzymes in the 

biosynthetic pathway [91]. Notably, the nuclear 

overexpression of endogenous mutated PDS has resulted 

in 32.1% increase in the total carotenoids in Chlorella 

zofingiensis and 26% increase in astaxanthin in 

Haematococcus pluvialis [94]. However, transforming 

Chlamydomonas reinhardtii with psy from D. salina and 

its overexpression have led to a 2.6-fold increase in lutein 

[92]. Meanwhile, the expression of the nuclear pds gene 

in the chloroplast of H. pluvialis has increased astaxanthin 

accumulation by up to 90% [95]. 

Managing the flux of pigment precursors toward other 

metabolic branches could contribute to the 

overproduction of carotenoids [79]. For instance, the 

down-regulation of lycopene epsilon cyclase (LCYE) has 

led to the overproduction of β-carotene since the 

conversion of lycopene into α-carotene reduced. 

Similarly, it is reported that the down-regulation of LCYE 

and cyp97c in Chlorella zofingiensis suppresses the 

downstream competing pathway, thereby ensuring the 

supply of β-carotene as an astaxanthin precursor [90]. 

The formation or expansion of a metabolic sink may 

increase the flux of the desired metabolite through 

defeating feedback inhibition. In D. salina and H. 

pluvialis, lipid accumulation could increase the 

biosynthesis of β-carotene and astaxanthin since lipid is 

their metabolic sink [96]. In the past decade, extensive 

research has been focused on increased lipid production 

through the genetic engineering of its pathway. Some of 

these studies have been summarized in Table 3. 

The mere formation of a sink may not guarantee the 

accumulation of biopigments due to the lack of apt 

transporters leading the biopigments to the sink. In H. 

pluvialis, β-carotene is transported to the cytoplasm 

where it is converted into astaxanthin [97]. When the 

additional astaxanthin sink increases in the cytoplasm, it 

is occupied by β-carotene and could not be converted into 

astaxanthin efficiently [90, 91]. These unexpected results 

could be due to the lack of a systematic view regarding 

the genome of algae, and next-generation sequencing 

studies may be advantageous in resolving similar cases. 

The potential of genetic engineering with regard to 

microalgae seems to be unlimited and will greatly 

facilitate the commercialization of various products from 

engineered microorganisms, thereby resolving various 

economic and sustainability issues [90, 91, 98]. 

 

Conclusion and Research Implications  

Algae have considerable diversity and renewable 

properties, such as bioremediation [51, 99] and 

production of lipids and carbon fixation, while they could 

also synthesize a wide range of bioactive substances that 

have human health benefits in food, cosmetics, 

pharmaceutical industries. Antioxidant, anticancer, 

antiangiogenic, anti-obesity, anti-inflammatory, wound 

healing, and drug delivery compounds could help cope 

with depleting resources and population growth [90]. On 

the other hand, microalgae and cyanobacteria are assumed 

to the ‘green gold’ of the future owing to their bio-

sustainable energy and bio-pharmaceutical production 

capabilities. Therefore, their metabolites (e.g., lipids, 

protein, and pigments) have recently attracted the 

attention of researchers worldwide [100,101]. 

One of the most applicable aspects of algae as an 

emerging sustainable platform for the production of 

value-added metabolites and proteins is that they are 

autotrophic and contain chloroplasts, which acts as a bio-

factory with a minimal genetic system and could be 

manipulated precisely. In fact, this is the most distinctive 

feature of algae compared to the regular heterotrophic 

organisms used in industrial biotechnology (e.g., bacteria 

and yeast) [102]. Nevertheless, some obstacles must be 

overcome before microalgae could become an 

economically viable platform. Suggestions in this regard 

are engineering the metabolic pathways in-vitro and in-

vivo to enhance pigment production and extraction price 

and conducting extensive research regarding the stability, 

compatibility, and possible toxicological effects of algae.  



 
 

 53                                                                                                                                                        J Plant Mol Breed (2021) 9 (1): 42 - 61 

 

Table 3. Microalgae genetic engineering Studies conducted to enhance biosynthesis of lipids (as pigment sink) 

Micro / Macro 

algal strain 
Genetic modification Result Reference 

Phaeodactylum 

tricornutum 
Overexpression of Malic enzyme (PtME) Increased total and neutral lipid content  

[116] 

Nannochloropsis 

salina 

Overexpression of transcription factor basic helix-

loop-helix 

Increased in biomass and fatty acid under defined 

condition 
[117] 

Nannochloropsis 

oceanica 

Overexpression of microsomal-like Δ12- 

desaturase 
Increased lipid content under Nitrogen starvation [118] 

Chlamydomonas 

reinhardtii 
Overexpression of PSR1(Transcription factor) Increased lipid accumulation without any stress [119] 

Nannochloropsis 

oceanica 

Overexpression of diacylglycerol acyltransferase 

(DGAT2) 

Increased neutral lipid content and enhanced TAG 

biosynthesis 
[120] 

Scenedesmus 

obliquus 

transformed and overexpressed of DGAT2 gene 

DGTT1 

Increased the biomass concentration and enhanced 

lipid content 
[121] 

Chlamydomonas 

reinhardtii 
Overexpression of Pi starvation response1 (PSR1) 

Increased starch content but reduced neutral lipid 

content  
[122] 

Mortierella alpina Overexpression of Delta-6 desaturase (FADS6)  
Enhanced the production of Eicosapentaenoic acid 

(EPA)  
[123] 

Nannochloropsis 

oceanica 

Overexpression of malonyl CoA-acyl carrier 

protein trans acylase (MCAT) 
Increased the neutral lipid content [124] 

Nannochloropsis 

oceanica 

overexpression of NoDGAT1A & knockdown of 

NoDGAT1A 

Increased the TAG accumulation & declined TAG 

synthesis  
[125] 

Nannochloropsis 

salina 
Heterologous expression of AP2 Increased the neutral and total lipid content [126] 

Nannochloropsis 

oceanica 
Overexpression of DGAT2 Increased the accumulation of TAG  [127] 

Chlamydomonas 

reinhardtii 
Transformation of acyl-ACP thioesterases (TE) Increased the lipid content [128] 

Phaeodactylum 

tricornutum 
Overexpression of bZIP 

Introducing the bZIP as a TCA regulator under 

stress condition 
[129] 

Schizochytrium sp. 
Overexpression of malonyl-CoA: ACP 

transacylase (MAT) 

Increased the polyunsaturated fatty acids (PUFAs) 

and lipids 
[130] 

Mychonastes afer 
Expression of 3-ketoacyl-coA synthase gene in 

Saccharomyces cerevisiae BY4741 

Increased the lipid content especially nervonic acid 

in defined condition 
[131] 

Phaeodactylum 

tricornutum 

Overexpression of glycerol-3-phosphate 

acyltransferase (GPAT1) and lysophosphatidic 

acid acyltransferase (LPAT1) 

Increased the photosynthetic activity and lipid 

content 
[132] 

Nannochloropsis 

salina 
Overexpression of basic leucine zipper (bZIP TF) Improved both growth and lipid accumulation [133] 

Chlamydomonas 

reinhardtii 

Overexpression of a DNA-binding-with-one-

finger TF 

Increased the fatty acid production in defined 

medium 
[134] 

Nannochloropsis 

oceanic 

Overexpression of multiple fatty acid desaturases 

(FAD) 

Enhanced the production of EPA and ω 3 long-

chain polyunsaturated fatty acids (LCPUFAs) 
[135] 

Nannochloropsis 

oceanic 

Generating random mutant strain using 

Transposome complex Tn5 anti-biotic resistance 

contained cassette 

Increased accumulation of intracellular lipids [136] 

Schizochytrium sp. 

Overexpression of malic enzyme and a codon-

optimized gene encoding for an elongase enzyme 

ELO3 

Enhanced the production of Docosahexaenoic acid 

(DHA) and odd-chain fatty acids (OCFAs) 
[137] 

Synechococcus sp. 
RNAi of Synpcc7942_0537 (fabB/F) and 

Synpcc7942_1455 (fabH) 

Elevated the level of short chain fatty acids 

(SCFAs) 
[31] 

Chlamydomonas 

reinhardtii 
Cloning and Overexpression of crDOF Increased the content of intracellular lipid [138] 

Nannochloropsis 

oceanic 
Overexpression of bZIP1 Boosted the production and secretion of lipids [139] 

Chlamydomonas 

reinhardtii 
Knocking out of Phospholipase A2 (PLA2) gene Increased the production of lipid  [140] 
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The recent advancement in genome sequencing projects, 

DNA synthesis, omics approaches, and systematic 

biology have largely contributed to biotechnology and the 

bioengineering of microalgae for industrial applications, 

thereby virtually predicting the possible outcomes and 

providing insight into the experimental genome [98].  

With the completion of the human genome project, 

researchers could easily develop applied medical and 

biological strategies through observing genomic factors 

and their interaction [103]. The improvement of gene 

expression levels could be attained by applying synthetic 

promoters, genes, adapted codon usage, and multiple gene 

expression in the chloroplast or nuclear genome, which 

are based on enriched genomic sequences. Furthermore, 

genome sequencing and transcriptional profiling studies 

could help achieve the target aspects more accurately and 

efficiently. The possibility of a genetic engineering 

approach to microalgae seems to be ultimate, and the 

necessary tools could be utilized for the 

commercialization of pigments from altered 

microorganisms and solving economic and sustainability 

issues [98].  

The availability of synthetic toolboxes and 

comprehensive genomic and multi-omics databases as the 

most recent advances in microalgae and cyanobacteria 

have led to a deeper understanding of the genes that are 

possible to be manipulated. In general, these genes are 

associated with the production of chlorophyll, beta-

carotene, astaxanthin, lutein, phycocyanin, terpenes, 

polyunsaturated fatty acids, biopolymer precursors, 

commercial enzymes, alcohols, and therapeutic/ 

nutraceutical compounds [101]. Moreover, the 

construction of a stoichiometric model of metabolism 

through in silico genomics and proteomics has minimized 

labor-intensive lab works. Nevertheless, the availability 

of mutant libraries is limited to Chlamydomonas 

reinhardtii as a microalgae model and Synechococcus 

spp. as a cyanobacteria model. Therefore, the construction 

of the insertional mutant libraries of synthetic promoters, 

ribosome binding sites, transcription terminators, 

plasmids, and the transcriptional regulators that are 

essential to the development of applied genetic 

technologies in microalgae and cyanobacteria are the new 

step toward determining the most proper pathway of 

increasing the production of pigments and other 

bioproducts [101].  

Based on the final report of the National Alliance for 

Advanced Biofuels and Bioproducts (NAABB), the main 

purpose of developing new strains must be safer and more 

sustainable algal products [104]. Furthermore, the 

combination of natural and transgenic microalgae strains 

could decrease the production costs by 85% [105].  

Algal organisms should be extensively studied given the 

wide-ranging applications of algal pigments, the value of 

these organisms in enhancing the oxygen-to-carbon ratio 

in the environment, and their ability to maintain stability 

through the development of micro- and macro-

photosynthetic branches of the ecosystem. Therefore, 

introducing and reviewing the previous studies in this 

regard could help with the more effective development of 

their applications. For instance, studying the 

polymorphism of PSY, PDS, ZDS, ZISO, CRTISO, β-

CYC, and ε-CYC proteins or their encoding genes may 

improve the knowledge of their biological 

adaptation/evolution and/or lead to the ameliorating 

manipulation of carotenoid production. Due to the all-

encompassing scopes of this platform, practical studies 

are highly recommended, and engineering research could 

also be more focused on these organisms. 

 

REFERENCES 

[1]   John, D.M. 1994 Biodiversity and conservation: an algal 

perspective. Phycol. 38 3–15.  

[2]   Keykha, F., Ameri, M., and Fakhrfeshani, M. 2020 The 

growth and pigment production rate of Spirulina platensis, 

under different light conditions. in: 7th Natl. Congr. Biol. 

Nat. Sci. Iran, Tehranpp. 5–9.  

[3]   Gantt, E. and Cunningham, F.X. 2001 Algal pigments. 

Encyclopedia of life sciences.  

[4]   Mulders, K.J.M., Lamers, P.P., Martens, D.E., and 

Wijffels, R.H. 2014 Phototrophic pigment production with 

microalgae: Biological constraints and opportunities. J. 

Phycol. 50 (2), 229–242.  

[5]   Lamers, P.P., Janssen, M., De Vos, R.C.H., Bino, R.J., 

and Wijffels, R.H. 2008 Exploring and exploiting 

carotenoid accumulation in Dunaliella salina for cell-

factory applications. Trends Biotechnol. 26 (11), 631–

638.  

[6]   Wright, S.W. and Jeffrey, S.W. 2006 Pigment markers for 

phytoplankton production. Handb. Environ. Chem. Vol. 2 

React. Process. 2 N 71–104.  

[7]   Chakdar, H. and Pabbi, S. 2017 Algal Pigments for 

Human Health and Cosmeceuticals. in: Algal Green 

Chem. Recent Prog. Biotechnol., Elsevier, pp. 171–188.  

[8]   Ameri, M., Gord-Noshahri, N., Ghazi-Birgandi, R., and 

Ghassam, B.J. 2019 Evaluation of different extraction 



 
 

                                                                                                                                                         J Plant Mol Breed (2021) 9 (1): 42 - 61 

methods for phycocyanin extraction from Spirulina 

platensis. J. Phycol. Res. 1–7.  

[9]   Begum, H., Yusoff, F.M.D., Banerjee, S., Khatoon, H., 

and Shariff, M. 2016 Availability and Utilization of 

Pigments from Microalgae. Crit. Rev. Food Sci. Nutr. 56 

(13), 2209–2222.  

[10]   Prasanna, R., Sood, A., Suresh, A., Nayak, S., and 

Kaushik, B.D. 2007 Potentials and applications of algal 

pigments in biology and industry. Acta Bot. Hung. 49 (1–

2), 131–156.  

[11]   Dufossé, L., Galaup, P., Yaron, A., Arad, S.M., Blanc, P., 

Murthy, K.N.C., et al. 2005 Microorganisms and 

microalgae as sources of pigments for food use: A 

scientific oddity or an industrial reality? in: Trends Food 

Sci. Technol., Elsevier, pp. 389–406.  

[12]   Pareek, S., Sagar, N.A., Sharma, S., Kumar, V., Agarwal, 

T., González-Aguilar, G.A., et al. 2017 Chlorophylls: 

Chemistry and Biological Functions. in: Fruit Veg. 

Phytochem., John Wiley & Sons, Ltd, Chichester, UKpp. 

269–284.  

[13]   Nakamura, A., Akai, M., Yoshida, E., Taki, T., and 

Watanabe, T. 2003 Reversed-phase HPLC determination 

of chlorophyll a’ and phylloquinone in Photosystem I of 

oxygenic photosynthetic organisms. Universal existence 

of one chlorophyll a’ molecule in Photosystem I. Eur. J. 

Biochem. 270 (11), 2446–2458.  

[14]   Jordan, P., Fromme, P., Witt, H.T., Klukas, O., Saenger, 

W., and Krauß, N. 2001 Three-dimensional structure of 

cyanobaoterial photosystem I at 2.5 Å resolution. Nature. 

411 (6840), 909–917.  

[15]   Humphrey, A.M. 2006 Chlorophyll as a Color and 

Functional Ingredient. J. Food Sci. 69 (5), C422–C425.  

[16]   Scheer, H. n.d. STRUCTURE AND OCCURRENCE OF 

CHLOROPHYLLS I . INTRODUCTION. Chem. 

Chlorophylls. 3–30.  

[17]   Niedzwiedzki, D.M. and Blankenship, R.E. 2010 Singlet 

and triplet excited state properties of natural chlorophylls 

and bacteriochlorophylls. Photosynth. Res. 106 (3), 227–

238.  

[18]   Cubas, C., Gloria Lobo, M., and González, M. 2008 

Optimization of the extraction of chlorophylls in green 

beans (Phaseolus vulgaris L.) by N,N-dimethylformamide 

using response surface methodology. J. Food Compos. 

Anal. 21 (2), 125–133.  

[19]   Stein, H. 1969 Salt Toleration by Plants : Enhancement 

with Calcium Rat Heart Papillary Muscles : Action 

Potentials and Mechanical Response to Paired Stimuli. 

175 (1963), 49–50.  

[20]   Holt, A.S. 1961 FURTHER EVIDENCE OF THE 

RELATION BETWEEN 2-DESVINYL-2-FORMYL-

CHLOROPHYLL- a AND CHLOROPHYLL- d. Can. J. 

Bot. 39 (2), 327–331.  

[21]   Holt, A.S. and Morley, H. V. 1959 A PROPOSED 

STRUCTURE FOR CHLOROPHYLL d. Can. J. Chem. 

37 (3), 507–514.  

[22]   Larkum, A.W.D. and Kühl, M. 2005 Chlorophyll d: The 

puzzle resolved. Trends Plant Sci. 10 (8), 355–357.  

[23]   Chen, M., Schliep, M., Willows, R.D., Cai, Z.L., Neilan, 

B.A., and Scheer, H. 2010 A red-shifted chlorophyll. 

Science (80-. ). 329 (5997), 1318–1319.  

[24]   Willows, R.D., Li, Y., Scheer, H., and Chen, M. 2013 

Structure of chlorophyll f. Org. Lett. 15 (7), 1588–1590.  

[25]   Tanaka, R. and Tanaka, A. 2007 Tetrapyrrole 

Biosynthesis in Higher Plants. Annu. Rev. Plant Biol. 58 

(1), 321–346.  

[26]   Hori, N. and Kumar, A.M. 1996 5-aminolevulinic acid 

formation in Arabidopsis thaliana. Plant Physiol. 

Biochem. 34 (1), 3–9.  

[27]   Louie, G. V., Brownlie, P.D., Lambert, R., Cooper, J.B., 

Blundell, T.L., Wood, S.P., et al. 1992 Structure of 

porphobilinogen deaminase reveals a flexible 

multidomain polymerase with a single catalytic site. 

Nature. 359 (6390), 33–39.  

[28]   Henríquez, V., Escobar, C., Galarza, J., and Gimpel, J. 

2016 Carotenoids in microalgae. Subcell. Biochem. 79 

219–237.  

[29]   Vershinin, A. 1999 Biological functions of carotenoids - 

Diversity and evolution. in: BioFactors, IOS Press, pp. 99–

104.  

[30]   Kovary, K., Louvain, T.S., e Silva, M.C.C., Albano, F., 

Pires, B.B.M., Laranja, G.A.T., et al. n.d. Biochemical 

behaviour of norbixin during in vitro DNA damage 

induced by reactive oxygen species. Br. J. Nutr. 85 (04), 

431.  

[31]   Gong, Y. and Miao, X. 2019 Short chain fatty acid 

biosynthesis in microalgae synechococcus sp. PCC 7942. 

Mar. Drugs. 17 (5), 255.  

[32]   Britton, G., Liaaen-Jensen, S., and Pfander, H. 2008 

Special Molecules, Special Properties. in: Carotenoids, 

Birkhäuser Basel, pp. 1–6.  

[33]   Polle, J.E.W., Calhoun, S., McKie-Krisberg, Z., 

Prochnik, S., Neofotis, P., Yim, W.C., et al. 2020 Genomic 

adaptations of the green alga Dunaliella salina to life under 

high salinity. Algal Res. 50 (June), 101990.  

[34]   Lichtenthaler, H.K., Rohmer, M., and Schwender, J. 1997 

Two independent biochemical pathways for isopentenyl 

55



 
 
 J Plant Mol Breed (2021) 9 (1): 42 - 61                                                                                                                                                          
 

diphosphate and isoprenoid biosynthesis in higher plants. 

Physiol. Plant. 101 (3), 643–652.  

[35]   Rohmer, M. 2007 Diversity in isoprene unit biosynthesis: 

The methylerythritol phosphate pathway in bacteria and 

plastids. Pure Appl. Chem. 79 (4), 739–751.  

[36]   Ladygin, V.G. 2000 Biosynthesis of carotenoids in the 

chloroplasts of algae and higher plants. Russ. J. Plant 

Physiol. 47 (6), 796–814.  

[37]   Soltani, N., Saberi Najafi, M., and Ameri, M. 2016 The 

effect of immobilization of Scenedesmus sp. ISC 109 on 

potential of reduction of Chromium. J. Aquat. Ecol. 5 (3), 

80–88.  

[38]   Sánchez, J.F., Fernández-Sevilla, J.M., Acién, F.G., 

Cerón, M.C., Pérez-Parra, J., and Molina-Grima, E. 2008 

Biomass and lutein productivity of Scenedesmus 

almeriensis: Influence of irradiance, dilution rate and 

temperature. Appl. Microbiol. Biotechnol. 79 (5), 719–

729.  

[39]   Sandmann, G. 2009 Evolution of carotene desaturation: 

The complication of a simple pathway. Arch. Biochem. 

Biophys. 483 (2), 169–174.  

[40]   Ye, Z.W., Jiang, J.G., and Wu, G.H. 2008 Biosynthesis 

and regulation of carotenoids in Dunaliella: Progresses 

and prospects. Biotechnol. Adv. 26 (4), 352–360.  

[41]   Pandey, V.D., Pandey, A., and Sharma, V. 2013 

Biotechnological applications of cyanobacterial 

phycobiliproteins. Int. J. Curr. Microbiol. App. Sci. 2 89–

97.  

[42]   NIU, J.F., WANG, G.C., Lin, X. zhi, and Zhou, B.C. 2007 

Large-scale recovery of C-phycocyanin from Spirulina 

platensis using expanded bed adsorption chromatography. 

J. Chromatogr. B Anal. Technol. Biomed. Life Sci. 850 

(1–2), 267–276.  

[43]   Han, C., Takayama, S., and Park, J. 2015 Formation and 

manipulation of cell spheroids using a density adjusted 

PEG/DEX aqueous two phase system. Sci. Rep. 5.  

[44]   Meurs, K.M., Lacombe, V.A., Dryburgh, K., Fox, P.R., 

Reiser, P.R., and Kittleson, M.D. 2006 Differential 

expression of the cardiac ryanodine receptor in normal and 

arrhythmogenic right ventricular cardiomyopathy canine 

hearts. 111–118.  

[45]   Romay, C., Gonzalez, R., Ledon, N., Remirez, D., and 

Rimbau, V. 2005 C-Phycocyanin: A Biliprotein with 

Antioxidant, Anti-Inflammatory and Neuroprotective 

Effects. Curr. Protein Pept. Sci. 4 (3), 207–216.  

[46]   Manirafasha, E., Ndikubwimana, T., Zeng, X., Lu, Y., 

and Jing, K. 2016 Phycobiliprotein: Potential microalgae 

derived pharmaceutical and biological reagent. Biochem. 

Eng. J. 109 282–296.  

[47]   Kathiresan, S., Sarada, R., Bhattacharya, S., and 

Ravishankar, G.A. 2007 Culture media optimization for 

growth and phycoerythrin production fromPorphyridium 

purpureum. Biotechnol. Bioeng. 96 (3), 456–463.  

[48]   Stadnichuk, I.N., Krasilnikov, P.M., and Zlenko, D. V. 

2015 Cyanobacterial phycobilisomes and 

phycobiliproteins. Microbiol. (Russian Fed. 84 (2), 101–

111.  

[49]   Biswas,  avijit 2011 Identification and characterization of 

enzymes involved in the biosynthesis of different 

phycobiliproteins in cyanobacteria. .  

[50]   Cornejo, J. and Beale, S.I. 1997 Phycobilin biosynthetic 

reactions in extracts of cyanobacteria. Photosynth. Res. 51 

(3), 223–230.  

[51]   Ameri, M., Baron-Sola, A., Khavari-Nejad, R.A., Soltani, 

N., Najafi, F., Bagheri, A., et al. 2020 Aluminium triggers 

oxidative stress and antioxidant response in the 

microalgae Scenedesmus sp. J. Plant Physiol. 246–247 

153114.  

[52]   Hemlata and Fatma, T. 2009 Screening of cyanobacteria 

for phycobiliproteins and effect of different environmental 

stress on its yield. Bull. Environ. Contam. Toxicol. 83 (4), 

509–515.  

[53]   Kagawa, T. and Suetsugu, N. 2007 Photometrical analysis 

with photosensory domains of photoreceptors in green 

algae. FEBS Lett. 581 (3), 368–374.  

[54]   Grossman, A.R., Schaefer, M.R., Chiang, G.G., and 

Collier, J.L. 1993 Environmental effects on the light-

harvesting complex of cyanobacteria. J. Bacteriol. 175 (3), 

575–582.  

[55]   Pisal, D.S. and Lele, S.S. 2005 Carotenoid production 

from microalga, Dunaliella salina. .  

[56]   Domínguez-Bocanegra, A.R., Guerrero Legarreta, I., 

Martinez Jeronimo, F., and Tomasini Campocosio, A. 

2004 Influence of environmental and nutritional factors in 

the production of astaxanthin from Haematococcus 

pluvialis. Bioresour. Technol. 92 (2), 209–214.  

[57]   Kebede, E. and Ahlgren, G. 1996 Optimum growth 

conditions and light utilization efficiency of Spirulina 

platensis (= Arthrospira fusiformis) (Cyanophyta) from 

Lake Chitu, Ethiopia. Hydrobiologia. 332 (2), 99–109.  

[58]   Kim, Z.H., Kim, S.H., Lee, H.S., and Lee, C.G. 2006 

Enhanced production of astaxanthin by flashing light 

using Haematococcus pluvialis. Enzyme Microb. 

Technol. 39 (3), 414–419.  

[59]   Rodríguez, H., Rivas, J., Guerrero, M.G., and Losada, M. 

1991 Enhancement of phycobiliprotein production in 

nitrogen-fixing cyanobacteria. J. Biotechnol. 20 (3), 263–

270.  

56



 
 

                                                                                                                                                         J Plant Mol Breed (2021) 9 (1): 42 - 61 

[60]   Carvalho, A.P. and Malcata, F.X. 2003 Kinetic Modeling 

of the Autotrophic Growth of Pavlova lutheri: Study of the 

Combined Influence of Light and Temperature. 

Biotechnol. Prog. 19 (4), 1128–1135.  

[61]   García-González, M., Moreno, J., Manzano, J.C., 

Florencio, F.J., and Guerrero, M.G. 2005 Production of 

Dunaliella salina biomass rich in 9-cis-β-carotene and 

lutein in a closed tubular photobioreactor. J. Biotechnol. 

115 (1), 81–90.  

[62]   Alam, M.A., Xu, J.L., and Wang, Z. 2020 Microalgae 

biotechnology for food, health and high value products. 

Springer Singapore, .  

[63]   Keykha, F., Ameri, M., and Fakhrfeshani, M. 2020 

Effects of salinity stress carotenoid and phycocianin and 

biomass production of Spirulina platensis. in: 7th Natl. 

Congr. Biol. Nat. Sci. Iran, Tehranpp. 1–5.    

[64]   Griffiths, M., Harrison, S.T.L., Smit, M., and Maharajh, 

D. 2016 Major Commercial Products from Micro- and 

Macroalgae. in: F. Bux, Y. Chisti (Eds.), Algae 

Biotechnol. Prod. Process., Springer International 

Publishing, Champp. 269–300.  

[65]   Tossavainen, M., Ilyass, U., Ollilainen, V., Valkonen, K., 

Ojala, A., and Romantschuk, M. 2019 Influence of long 

term nitrogen limitation on lipid, protein and pigment 

production of Euglena gracilis in photoheterotrophic 

cultures. PeerJ. 7 e6624.  

[66]   Zhao, L.-S., Li, K., Wang, Q.-M., Song, X.-Y., Su, H.-N., 

Xie, B.-B., et al. 2017 Nitrogen Starvation Impacts the 

Photosynthetic Performance of Porphyridium cruentum as 

Revealed by Chlorophyll a Fluorescence. Sci. Rep. 7 (1), 

8542.  

[67]   Yaakob, M.A., Mohamed, R.M., Al-Gheethi, A., 

Aswathnarayana Gokare, R., and Ambati, R.R. 2021 

Influence of Nitrogen and Phosphorus on Microalgal 

Growth, Biomass, Lipid, and Fatty Acid Production: An 

Overview. Cells . 10 (2),.  

[68]   Keykha, F., Mortazavi, Z., Kazemi, M., Mizani, F., Kafie, 

H., Ameri, M., et al. 2019 Effect of Nitrogen Sources on 

Spirulina Growth. in: 2nd Iran. Confrence Phycol., 

Phycological Society of Iran, Tehran.  

[69]   Keykha, F., Mizani, F., Mortazavi, Z., and Kazemi, M. 

2019 Different Values of Fertilizer, Salt and NaNO3 on 

Spirulina biomass and pigments production. in: 2nd Iran. 

Conf. Phycol., Phycological Society of Iran, Tehran.  

[70]   Gord-Noshahri, N., Ameri, M., and Ghasem, B.J. 2019 

Spirulina Production in Different Sources of Nitrogen. J. 

Phycol. Res.  

[71]   Sangeetha, R.K. and Baskaran, V. 2010 Carotenoid 

composition and retinol equivalent in plants of nutritional 

and medicinal importance: Efficacy of β-carotene from 

Chenopodium album in retinol-deficient rats. Food Chem. 

119 (4), 1584–1590.  

[72]   Manivasagan, P., Bharathiraja, S., Santha Moorthy, M., 

Mondal, S., Seo, H., Dae Lee, K., et al. 2018 Marine 

natural pigments as potential sources for therapeutic 

applications. Crit. Rev. Biotechnol. 38 (5), 745–761.  

[73]   Halim, R., Hosikian, A., Lim, S., and Danquah, M.K. 

2010 Chlorophyll extraction from microalgae: A review 

on the process engineering aspects. Int. J. Chem. Eng.  

[74]   Lanfer-Marquez, U.M., Barros, R.M.C., and Sinnecker, 

P. 2005 Antioxidant activity of chlorophylls and their 

derivatives. in: Food Res. Int., Elsevier, pp. 885–891.  

[75]   JAMA 1936 CHLOROPHYLL AND BLOOD 

REGENERATION. J. Am. Med. Assoc. 106 (11), 925.  

[76]   Bowers, W.F. 1947 Chlorophyll in wound healing and 

suppurative disease. Am. J. Surg. 73 (1), 37–50.  

[77]   Ferruzzi, M.G. and Blakeslee, J. 2007 Digestion, 

absorption, and cancer preventative activity of dietary 

chlorophyll derivatives. Nutr. Res. 27 (1), 1–12.  

[78]   Chuyen, H. Van and Eun, J.B. 2017 Marine carotenoids: 

Bioactivities and potential benefits to human health. Crit. 

Rev. Food Sci. Nutr. 57 (12), 2600–2610.  

[79]   Varela, J.C., Pereira, H., Vila, M., and León, R. 2015 

Production of carotenoids by microalgae: Achievements 

and challenges. Photosynth. Res. 125 (3), 423–436.  

[80]   Fiedor, J. and Burda, K. 2014 Potential role of carotenoids 

as antioxidants in human health and disease. Nutrients. 6 

(2), 466–488.  

[81]   Pashkow, F.J., Watumull, D.G., and Campbell, C.L. 2008 

Astaxanthin: A Novel Potential Treatment for Oxidative 

Stress and Inflammation in Cardiovascular Disease. Am. 

J. Cardiol. 101 (10 SUPPL.), S58–S68.  

[82]   Martínez Andrade, K., Lauritano, C., Romano, G., and 

Ianora, A. 2018 Marine Microalgae with Anti-Cancer 

Properties. Mar. Drugs. 16 (5), 165.  

[83]   Hasani-Ranjbar, S., Jouyandeh, Z., and Abdollahi, M. 

2013 A systematic review of anti-obesity medicinal plants 

- an update. J. Diabetes Metab. Disord. 12 (1),.  

[84]   Hayato, M., Masashi, H., Tokutake, S., Katsura, M.-F., 

and Kazuo, M. 2009 Anti-obesity and anti-diabetic effects 

of fucoxanthin on diet-induced obesity conditions in a 

murine model. Mol. Med. Rep. 02 (06), 897–902.  

[85]   Kim, K.N., Heo, S.J., Yoon, W.J., Kang, S.M., Ahn, G., 

Yi, T.H., et al. 2010 Fucoxanthin inhibits the 

inflammatory response by suppressing the activation of 

NF-κB and MAPKs in lipopolysaccharide-induced RAW 

264.7 macrophages. Eur. J. Pharmacol. 649 (1–3), 369–

375.  

57



 
 
 J Plant Mol Breed (2021) 9 (1): 42 - 61                                                                                                                                                          
 

[86]   Kaewkroek, K., Wattanapiromsakul, C., Matsuda, H., 

Nakamura, S., and Tewtrakul, S. 2017 Anti-inflammatory 

activity of compounds from Kaempferia marginata 

rhizomes. Songklanakarin J. Sci. Technol. 39 (1), 91–99.  

[87]   Tanaka, T., Shnimizu, M., and Moriwaki, H. 2012 Cancer 

chemoprevention by carotenoids. Molecules. 17 (3), 

3202–3242.  

[88]   Gammone, M., Riccioni, G., and D’Orazio, N. 2015 

Marine Carotenoids against Oxidative Stress: Effects on 

Human Health. Mar. Drugs. 13 (10), 6226–6246.  

[89]   Ameri, M., Kazemi, M., Mizani, F., and Mortazavi, Z. 

2019 Biomass and Phycocyanin Production in Spirulina 

under Various Salt Concentration. in: 2nd Iran. Conf. 

Phycol., Phycological Society of Iran, Tehran.  

[90]   Fayyaz, M., Chew, K.W., Show, P.L., Ling, T.C., Ng, 

I.S., and Chang, J.S. 2020 Genetic engineering of 

microalgae for enhanced biorefinery capabilities. 

Biotechnol. Adv. 43 107554.  

[91]   Saini, D.K., Chakdar, H., Pabbi, S., and Shukla, P. 2020 

Enhancing production of microalgal biopigments through 

metabolic and genetic engineering. Crit. Rev. Food Sci. 

Nutr. 60 (3), 391–405.  

[92]   Couso, I., Vila, M., Rodriguez, H., Vargas, M.A., and 

León, R. 2011 Overexpression of an exogenous phytoene 

synthase gene in the unicellular alga Chlamydomonas 

reinhardtii leads to an increase in the content of 

carotenoids. Biotechnol. Prog. 27 (1), 54–60.  

[93]   Vidhyavathi, R., Venkatachalam, L., Sarada, R., and 

Ravishankar, G.A. 2008 Regulation of carotenoid 

biosynthetic genes expression and carotenoid 

accumulation in the green alga Haematococcus pluvialis 

under nutrient stress conditions. J. Exp. Bot. 59 (6), 1409–

1418.  

[94]   Liu, J., Sun, Z., Gerken, H., Liu, Z., Jiang, Y., and Chen, 

F. 2014 Chlorella zofingiensis as an alternative microalgal 

producer of astaxanthin: Biology and industrial potential. 

Mar. Drugs. 12 (6), 3487–3515.  

[95]   Galarza, J.I., Gimpel, J.A., Rojas, V., Arredondo-Vega, 

B.O., and Henríquez, V. 2018 Over-accumulation of 

astaxanthin in Haematococcus pluvialis through 

chloroplast genetic engineering. Algal Res. 31 291–297.  

[96]   Zhekisheva, M., Zarka, A., Khozin-Goldberg, I., Cohen, 

Z., and Boussiba, S. 2005 Inhibition of astaxanthin 

synthesis under high irradiance does not abolish 

triacylglycerol accumulation in the green alga 

Haematococcus pluvialis (Chlorophyceae)1. J. Phycol. 41 

(4), 819–826.  

[97]   Lemoine, Y. and Schoefs, B. 2010 Secondary 

ketocarotenoid astaxanthin biosynthesis in algae: A 

multifunctional response to stress. Photosynth. Res. 106 

(1–2), 155–177.  

[98]   Naghshbandi, M.P., Tabatabaei, M., Aghbashlo, M., 

Gupta, V.K., Sulaiman, A., Karimi, K., et al. 2019 

Progress toward improving ethanol production through 

decreased glycerol generation in Saccharomyces 

cerevisiae by metabolic and genetic engineering 

approaches. Renew. Sustain. Energy Rev. 115 109353.  

[99]   Ameri, M., Khavari-Nejad, R.A., Soltani, N., Najafi, F., 

and Bagheri, A. 2020 Application of immobilized 

microalgae for native wastewater treatment. Algologia. 30 

(1), 62–73.  

[100]   Ng, W.S. n.d. Harvesting Micro Algae: The Green 

Gold of The Future.  

[101]   Ng, I., Keskin, B.B., and Tan, S. 2020 A critical 

synthetic biologyandeditingof genomereview

applications in metabolic engineering of microalgae and 

cyanobacteria. Biotechnol. J. 15 (8), 1900228.  

[102]   Nakamura, K. 2007 Chapter 3 - Future directions in 

photosynthetic organisms-catalyzed reactions. in: T.B.T.-

F.D. in B. Matsuda (Ed.), Elsevier Science B.V., 

Amsterdampp. 51–58.  

[103]   Benmoussa, M. 2016 Algomics for the Development 

of a Sustainable Microalgae Biorefinery. Single Cell Biol. 

05 (01),.  

[104]   n.d. National Alliance for Advanced Biofuels and 

Bioproducts Synopsis (NAABB) | Department of Energy.  

[105]   Spicer, A. and Molnar, A. 2018 Gene Editing of 

RegulatoryandProgressScientificMicroalgae:

Challenges in Europe. Biology (Basel). 7 (1), 21.  

[106]   VegetableandFruit2017E.M.Yahia,

Phytochemicals. John Wiley & Sons, Ltd, Chichester, UK.  

[107]   Din, A., Wani, M.A., Malik, S.A., Iqbal, S., Nazki, 

I.T., Naqash, F., et al. n.d. Biosynthesis and Degradation 

of Carotenoids in Ornamental Crops with specific 

reference to Chrysanthemum. Int. J. Environ. Agric. 

Biotechnol. 2 (2), 784–798.  

[108]   Cordero, B.F., Couso, I., León, R., Rodríguez, H., and 

Vargas, M.Á. 2011 Enhancement of carotenoids 

biosynthesis in Chlamydomonas reinhardtii by nuclear 

transformation using a phytoene synthase gene isolated 

from Chlorella zofingiensis. Appl. Microbiol. Biotechnol. 

91 (2), 341–351.  

[109]   Perrine, Z., Negi, S., and Sayre, R.T. 2012 

Optimization of photosynthetic light energy utilization by 

microalgae. Algal Res. 1 (2), 134–142.  

[110]   Liu, J., Gerken, H., Huang, J., and Chen, F. 2013 

Engineering of an endogenous phytoene desaturase gene 

as a dominant selectable marker for Chlamydomonas 

58



 
 

 59                                                                                                                                                        J Plant Mol Breed (2021) 9 (1): 42 - 61 

reinhardtii transformation and enhanced biosynthesis of 

carotenoids. Process Biochem. 48 (5–6), 788–795.  

[111]   Liu, J., Sun, Z., Gerken, H., Huang, J., Jiang, Y., and 

Chen, F. 2014 Genetic engineering of the green alga 

Chlorella zofingiensis: A modified norflurazon-resistant 

phytoene desaturase gene as a dominant selectable 

marker. Appl. Microbiol. Biotechnol. 98 (11), 5069–5079.  

[112]   Eilers, U., Bikoulis, A., Breitenbach, J., Büchel, C., 

and Sandmann, G. 2016 Limitations in the biosynthesis of 

fucoxanthin as targets for genetic engineering in 

Phaeodactylum tricornutum. J. Appl. Phycol. 28 (1), 123–

129.  

[113]   Anila, N., Simon, D.P., Chandrashekar, A., 

Ravishankar, G.A., and Sarada, R. 2016 Metabolic 

engineering of Dunaliella salina for production of 

ketocarotenoids. Photosynth. Res. 127 (3), 321–333.  

[114]   Chen, J.W., Liu, W.J., Hu, D.X., Wang, X., 

Balamurugan, S., Alimujiang, A., et al. 2017 

Identification of a malonyl CoA-acyl carrier protein 

transacylase and its regulatory role in fatty acid 

biosynthesis in oleaginous microalga Nannochloropsis 

oceanica. Biotechnol. Appl. Biochem. 64 (5), 620–626.  

[115]   Baek, K., Yu, J., Jeong, J., Sim, S.J., Bae, S., and Jin, 

E. 2018 Photoautotrophic production of macular pigment 

in a Chlamydomonas reinhardtii strain generated by using 

DNA-free CRISPR-Cas9 RNP-mediated mutagenesis. 

Biotechnol. Bioeng. 115 (3), 719–728.  

[116]   Xue, J., Niu, Y.F., Huang, T., Yang, W.D., Liu, J.S., 

and Li, H.Y. 2015 Genetic improvement of the microalga 

Phaeodactylum tricornutum for boosting neutral lipid 

accumulation. Metab. Eng. 27 1–9.  

[117]   Kang, N.K., Jeon, S., Kwon, S., Koh, H.G., Shin, 

S.E., Lee, B., et al. 2015 Effects of overexpression of a 

bHLH transcription factor on biomass and lipid 

production in Nannochloropsis salina. Biotechnol. 

Biofuels. 8 (1),.  

[118]   Kaye, Y., Grundman, O., Leu, S., Zarka, A., Zorin, 

B., Didi-Cohen, S., et al. 2015 Metabolic engineering 

toward enhanced LC-PUFA biosynthesis in 

Nannochloropsis oceanica: Overexpression of 

endogenous δ12 desaturase driven by stress-inducible 

promoter leads to enhanced deposition of polyunsaturated 

fatty acids in TAG. Algal Res. 11 387–398.  

[119]   Ngan, C.Y., Wong, C.-H., Choi, C., Yoshinaga, Y., 

Louie, K., Jia, J., et al. 2015 Lineage-specific chromatin 

signatures reveal a regulator of lipid metabolism in 

microalgae. Nat. Plants. 1 (8), 15107.  

[120]   Li, D.W., Cen, S.Y., Liu, Y.H., Balamurugan, S., 

Zheng, X.Y., Alimujiang, A., et al. 2016 A type 2 

diacylglycerol acyltransferase accelerates the 

triacylglycerol biosynthesis in heterokont oleaginous 

microalga Nannochloropsis oceanica. J. Biotechnol. 229 

65–71.  

[121]   Chen, C.-Y., Kao, A.-L., Tsai, Z.-C., Chow, T.-J., 

Chang, H.-Y., Zhao, X.-Q., et al. 2016 Expression of type 

2 diacylglycerol acyltransferse gene DGTT1 from 

Chlamydomonas reinhardtii enhances lipid production in 

Scenedesmus obliquus. Biotechnol. J. 11 (3), 336–344.  

[122]   Bajhaiya, A.K., Dean, A.P., Zeef, L.A.H., Webster, 

R.E., and Pittman, J.K. 2016 PSR1 is a global 

transcriptional regulator of phosphorus deficiency 

responses and carbon storage metabolism in 

Chlamydomonas reinhardtii. Plant Physiol. 170 (3), 1216–

1234.  

[123]   Shi, H., Chen, H., Gu, Z., Zhang, H., Chen, W., and 

Chen, Y.Q. 2016 Application of a delta-6 desaturase with 

α-linolenic acid preference on eicosapentaenoic acid 

production in Mortierella alpina. Microb. Cell Fact. 15 (1), 

117.  

[124]   Chen, C.Y., Kao, A.L., Tsai, Z.C., Shen, Y.M., Kao, 

P.H., Ng, I.S., et al. 2017 Expression of Synthetic 

Phytoene Synthase Gene to Enhance β-Carotene 

Production in Scenedesmus sp. CPC2. Biotechnol. J. 12 

(11), 170–204.  

[125]   Wei, H., Shi, Y., Ma, X., Pan, Y., Hu, H., Li, Y., et 

al. 2017 A type-I diacylglycerol acyltransferase modulates 

triacylglycerol biosynthesis and fatty acid composition in 

the oleaginous microalga, Nannochloropsis oceanica. 

Biotechnol. Biofuels. 10 (1), 174.  

[126]   Kang, N.K., Kim, E.K., Kim, Y.U., Lee, B., Jeong, 

W.J., Jeong, B.R., et al. 2017 Increased lipid production 

by heterologous expression of AtWRI1 transcription 

factor in Nannochloropsis salina. Biotechnol. Biofuels. 10 

(1),.  

[127]   Zienkiewicz, K., Zienkiewicz, A., Poliner, E., Du, 

Z.Y., Vollheyde, K., Herrfurth, C., et al. 2017 

Nannochloropsis, a rich source of diacylglycerol 

acyltransferases for engineering of triacylglycerol content 

in different hosts. Biotechnol. Biofuels. 10 (1), 8.  

[128]   Tan, K.W.M. and Lee, Y.K. 2017 Expression of the 

heterologous Dunaliella tertiolecta fatty acyl-ACP 

thioesterase leads to increased lipid production in 

Chlamydomonas reinhardtii. J. Biotechnol. 247 60–67.  

[129]   Matthijs, M., Fabris, M., Obata, T., Foubert, I., 

Franco‐Zorrilla, J.M., Solano, R., et al. 2017  The 

transcription factor bZIP14 regulates the TCA cycle in the 

diatom Phaeodactylum tricornutum . EMBO J. 36 (11), 

1559–1576.  

[130]   Li, Z., Meng, T., Ling, X., Li, J., Zheng, C., Shi, Y., 

et al. 2018 Overexpression of Malonyl-CoA: ACP 

Transacylase in Schizochytrium sp. to Improve 



 
 
 J Plant Mol Breed (2021) 9 (1): 42 - 61                                                                                                                                                         60 
 

Polyunsaturated Fatty Acid Production. J. Agric. Food 

Chem. 66 (21), 5382–5391.  

[131]   Fan, Y., Yuan, C., Jin, Y., Hu, G.R., and Li, F.L. 2018 

Characterization of 3-ketoacyl-coA synthase in a nervonic 

acid producing oleaginous microalgae Mychonastes afer. 

Algal Res. 31 225–231.  

[132]   Wang, X., Dong, H.P., Wei, W., Balamurugan, S., 

Yang, W.D., Liu, J.S., et al. 2018 Dual expression of 

plastidial GPAT1 and LPAT1 regulates triacylglycerol 

production and the fatty acid profile in Phaeodactylum 

tricornutum 06 Biological Sciences 0601 Biochemistry 

and Cell Biology. Biotechnol. Biofuels. 11 (1), 1–14.  

[133]   Kwon, S., Kang, N.K., Koh, H.G., Shin, S.E., Lee, B., 

Jeong, B.R., et al. 2018 Enhancement of biomass and lipid 

productivity by overexpression of a bZIP transcription 

factor in Nannochloropsis salina. Biotechnol. Bioeng. 115 

(2), 331–340.  

[134]   Salas-Montantes, C.J., González-Ortega, O., Ochoa-

Alfaro, A.E., Camarena-Rangel, R., Paz-Maldonado, 

L.M.T., Rosales-Mendoza, S., et al. 2018 Lipid 

accumulation during nitrogen and sulfur starvation in 

Chlamydomonas reinhardtii overexpressing a 

transcription factor. J. Appl. Phycol. 30 (3), 1721–1733.  

[135]   Poliner, E., Pulman, J.A., Zienkiewicz, K., Childs, K., 

Benning, C., and Farré, E.M. 2018 A toolkit for 

Nannochloropsis oceanica CCMP1779 enables gene 

stacking and genetic engineering of the eicosapentaenoic 

acid pathway for enhanced long-chain polyunsaturated 

fatty acid production. Plant Biotechnol. J. 16 (1), 298–309.  

[136]   Osorio, H., Jara, C., Fuenzalida, K., Rey-Jurado, E., 

and Vásquez, M. 2019 High-efficiency nuclear 

transformation of the microalgae Nannochloropsis 

oceanica using Tn5 Transposome for the generation of 

altered lipid accumulation phenotypes. Biotechnol. 

Biofuels. 12 (1),.  

[137]   Wang, F., Bi, Y., Diao, J., Lv, M., Cui, J., Chen, L., 

et al. 2019 Metabolic engineering to enhance biosynthesis 

of both docosahexaenoic acid and odd-chain fatty acids in 

Schizochytrium sp. S31. Biotechnol. Biofuels. 12 (1), 141.  

[138]   Jia, B., Xie, X., Wu, M., Lin, Z., Yin, J., Lou, S., et 

al. 2019 Understanding the functions of endogenous DOF 

transcript factor in Chlamydomonas reinhardtii. 

Biotechnol. Biofuels. 12 (1),.  

[139]   Li, D.W., Balamurugan, S., Yang, Y.F., Zheng, J.W., 

Huang, D., Zou, L.G., et al. 2019 Transcriptional 

regulation of microalgae for concurrent lipid 

overproduction and secretion. Sci. Adv. 5 (1),.  

[140]   Shin, Y.S., Jeong, J., Nguyen, T.H.T., Kim, J.Y.H., 

Jin, E.S., and Sim, S.J. 2019 Targeted knockout of 

phospholipase A2 to increase lipid productivity in 

Chlamydomonas reinhardtii for biodiesel production. 

Bioresour. Technol. 271 368–374.  

  

 

 

 

 

 

 

 

 

 

 

 

.

  

  

 

 

 

 

 

 

 

 

 



 
 
 J Plant Mol Breed (2021) 9 (1): 42 - 61                                                                                                                                                         61 
 

  

  

  اي ریزجلبکی: بیوسنتز، کاربرد و مهندسی ژنتیکرنگدانه ه

 

  *3، مریم عامري2، هادي علیپور1، مسعود فخرفشانی1فاطمه کیخا آخر

 

  استادیار گروه تولید و ژنتیک گیاهی، دانشکده کشاورزي، دانشگاه جهرم، جهرم، ایران 1

  ارومیه، ارومیه، ایراناستادیار گروه مهندسی تولید و ژنتیک گیاهی، دانشکده کشاورزي، دانشگاه  2

  استادیار گروه بیوتکنولوژي صنعتی میکروارگانیسم ها، پژوهشکده بیوتکنولوژي صنعتی، سازمان جهاددانشگاهی خراسان رضوي، مشهد، ایران 3

  

  ma.ameri65@gmail.com *نویسنده مسئول:

 

  چکیده 

جو نقش دارند. عالوه بر حضور کلروفیل بعنوان جاذب درصد اکسیژن  50ها گروه بزرگی از موجودات هستند که در تشکیل جلبک

توانند آنها را در مقابل پرتوهاي خطرناك و تنوئیدهاي قرمز، نارنجی و زرد رنگی هستند که میوها غنی از کارهاي نور، جلبکفوتون

فاظت کند. همچنین این موجود داراي فیکوبیلی پروتئین (رنگدانه هاي قرمز و آبی) هستند که در دریافت نور و هاي آزاد حرادیکال

هاي هاي آنتی اکسیدان فراوانی نیز دارند. با توجه به اثرات جانبی رنگدانهتوسنتز نقش داشته و ویژگیفانتقال آن به کلروفیل طی فرآیند 

هاي گیژهاي جلبکی بعلت دارا بودن ویرنگدانه دارند. اخیراًاین ترکیبات ها نقش مهمی در جایگزینی با کجلبهاي طبیعی رنگدانهسنتزي، 

صنایع غذایی،  و اي در پزشکیگستردهکاربرد حفاظت عصبی  و اکسیدانی، ضد دیابتی، ضد چاقی، ضد التهابی، ضد پیري، ضد ماالریاآنتی

ها را پررنگ نموده است. مقاله پیش رو به به رشد محصوالت جلبکی اهمیت تولید این رنگدانهتقاضاي رو اند. دارویی داشته آرایشی و

هاي جلبکی، توزیع، عملکرد، کاربرد و تولید زیستی آنها پرداخته است. همچنین مسیرهاي بیوشیمیایی، بندي رنگدانهمطالعه طبقه

کند نیز بررسی را درگیر می و منبع آنها یون و تنظیم بیان که متابولیسم مخزنها، اصالحات ژنی یا بیوتکنولوژیکی مانند ترنسفورماسآنزیم

  شده است.
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